We have used a non-isotopic PCR assay based on the chemiluminescent detection of blotted PCR products (CB-PCR) for two dynamic mutation diseases (Huntington's disease and spinocerebellar ataxia type 1). This gives an accurate sizing of alleles and permits a rapid analysis of at risk persons. The system involves PCR of the samples, separation of alleles on polyacrylamide-gels, Southern blotting, and hybridisation with specific primers 3' labelled with fluorescein (Fl)-dUTP as probes. CB-PCR retains the isotopic sensitivity for accurate allele determination, avoids isotopic manipulation, and provides the advantages of safety, long term storage of probes, and recycling of hybridisation solutions.
Trinucleotide repeat sequences have become one of the more striking discoveries in human molecular genetics of the last two years. This kind of sequence has so far been implicated in six neurological diseases: myotonic dystrophy, fragile X syndrome, spinobulbar muscular atrophy, Huntington's disease, spinocerebellar ataxia type 1, and FRAXE mental retardation.'- 3 Such peculiar stretches of repeated nucleotides have been considered to be dynamic mutations4 since they show instability of alleles through generations and the mutation rate is related to the copy number of repeats. Therefore, the for the CGG repeat of FMR-II"), although it seems to decrease the Taq polymerase activity and it was found to be only partially effective.'2 Formamide has been found to be a better alternative,'3 and this has also been confirmed in this report.
Radioactive analysis of trinucleotide repeats requires special facilities and handling, limiting its use to laboratories with isotopic facilities. bations and washes, and signal generation and detection were performed according to the ECL 3'-oligolabelling and detection system protocol (Amersham). The autoradiographic film was exposed between one and three hours to obtain the optimum presentation of the result.
The analysis of several persons is shown in fig 1 (HD) and fig 2 (SCA1) . PCR amplification of these repeats is both rapid and accurate for spinocerebellar ataxia type 1). 
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